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This study investigated the structural and immunological properties of DPPC- and DOPE-based liposomes as potential

carriers for dAiIABZI delivery. SAXS analysis revealed that DPPC liposomes largely maintained their bilayer organization

@ Prelimin ary stu dies on . upon acidification, whereas DOPE-based liposomes underwent pronounced pH-dependent structural rearrangements,

particularly following diABZI encapsulation. These findings are consistent with the fusogenic properties of DOPE and

Qualitative accumulation of NR-loaded vesicles mouse CRC cells SL4 - were further supported by fluorescence spectroscopy. Both formulations were efficiently internalized by mouse and human
in mouse CRC cells SL4 after 30 incubation tumor cell lines and macrophages. Moreover, diABZI-loaded liposomes induced a type I interferon response comparable to
® that elicited by free diABZI. Overall, these results highlight the potential of DOPE-based liposomes as pH-responsive

CTRL DOPE-NR DPPC-NR o > intracellular delivery systems for diABZI. Further studies are needed to evaluate the 7z wivo etficacy, safety, and

w8 biodistribution of diABZI-loaded liposomes.
Both vesicles are rapidly internalized RE FE REN CE S
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